Short read sequencing in studies of natural variation and adaptation.
Today's high throughput sequencing approaches, coupled with equally revolutionary advances in bioinformatics, allow us to describe and analyze genomes in unprecedented detail. Short Read Sequencing (SRS) approaches have been especially instrumental in bringing genomic analysis to a wide range of questions and species in plant biology. We can now connect genotypes and phenotypes with greater efficiency, and investigate the molecular basis of natural variation and adaptation in a genomic framework. New and creative applications of SRS and other genomic approaches are not only reshaping how we study natural variation, but also our overall understanding of gene and genome evolution. Here we discuss examples of the application of SRS technologies to the characterization of genetic diversity, genome evolution and adaptation in plants.